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FEAFL {Random amplified palymaor phic DNAS) were used to study the DN A palymorphism in 37
Herea clones representing variahility for several morphological, physiolegical and ether charac-
lers. Eigthty ramckom sequences 10-mer primers weets used of which nine produced clear and scorable
Pancls while eight produced polymorphic amplification products between 300 to 4000 base pairs
in size, sufficient to distinguish between Lhe clones. Of bands from the 8 primers 51.5% ware poly-
mowprhic in the Hesez cones studied. A dendrogrom developed using Jaccard s cosfflcients indi-
cated] penetic relabionships among thesw clones, Most of the primary clines were clustered to-
gether in the dendogram. LIPGMA cluster analysis indicated that some of Lhe clenes ane geneti-
caliy Close although they have boen developed from different breeding programmes. The presence
of polymorphic bands in the genamic DMNA was further confiemed by Southemn blotanalysis. D
tection of DNA polymorphism in the Heoea clones opens up the possibility of development of
malecular map. This molecular approach will be useful for devetoping marker-assisted selection
tools for genetic improvement of Hever,
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INTRODUCTION

Crop improverment has been achieved
in rubber tree (Hevea brasiliensis) by incor-
porating new sources of genetic variability
for high rubber production and disease re-
sistance (Costa et gf., 2000). If selection is
onty fur certain desirable traits, it may lead
to inbreeding depression in an advanced
generation. Thercfore, genetic variability in
abreeding population needs to be preserved
fo sustain long-term breeding programmes.
However, information on genetic relation-
ships amang clones is rather imited. The
perennial nature, the leng breeding and se-
lection cycle and difficulties in raising F,
population make conventional genetic
analysis in Heeea difficult (Varghese ef al,
1597; Lespinasse et al., 2000},

The DNA based marker procedures
lead to a greater understanding of genetic

relationships among clones or cultivars.
These techniques are uscd by the breeders
to identify genetic variability among the
species and clones / cultivars by means
other than morphological characteristics
(Graham and McNicol, 1995). Morphologi-
cal traits do not provide good estimates of
genetic distance because they arc influenced
by the environment and are not variable
encugh to adequately characterize genetic
differences among elitc genotypes. Bio-
chemical methods, such as isozyme analy-
sis, have been used to determine the degree
of variability within plant population.
lsozyme analvsis is lmited by the small
number of marker loci available, a general
lack of polymorphism for these loci in clite
breeding materials and variability in the
banding patterns due ko the stage of plant
development (Bai et al,, 1998). Isozyme loci

EERRRE RS P e AU,



